Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

Dino mad12

129

14 103434488 342
4721 180
105
104

43
37 26
I I I I
20 50 100 200
Median Reads per Gene
Dino rho(operons)
132
100
329
137 99
452@6 130
v
by L
26 1
34 43122
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

Dino rhol2

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

Dino GC effects

132
100
102 108
99
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

8/22/2013 Dino_ML3_setl mad12 8/22/2013 Dino_ML3_setl rhol2

(=)
14 _—
47 -
cn -
=}
43
[
37 26 3512 E
19 0 s @
41 25 c o 45
23 24 w46 N 36
4836 = 24
u 1w PR %@ 7 20 < %
29 o ¥
— o Sﬁ 46 B
= o 1933’3
2 oFP 26
295 20
~ 28 16 14
S 20 47
15 43
o
S
T T T T T T T T T
40 60 80 100 120 0.0 0.2 0.4 0.6
Median Reads per Gene Median abs. diff.(1st half, 2nd half)
8/22/2013 Dino_ML3_setl rho(operons) 8/22/2013 Dino_ML3_setl GC effects
e
—
cn -
@ O
2
g
®
: o
s 24
4524 c
% o
4 4410 27 b
337, 3 s <
26 18354 > O ) 27 by 36
34 43122 = 4 37,23440
21 3988 g 245, 346
531 l§5 2 « ﬂ%i’e‘*
28° 014 = - 2681 1430
o 533
47 1%
33 472173
12 o5
20 283
S q 12
T T T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) | | cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

6/6/2013 Marino_Dino_extra_set mad12 6/6/2013 Marino_Dino_extra_set rho12

103 S
105
104 o
c 7] 100
102
- 108
= 99
< o
2 o 7
N
wr 101
E 01107
106 107 3 3%
1099 102 10Pos <1
=
106
N
g
104105
103
=
S
T T T T T T T T T T
60 80 100 120 140 160 0.0 0.2 0.4 0.6
Median Reads per Gene Median abs. diff.(1st half, 2nd half)
6/6/2013 Marino_Dino_extra_set rho(operons) 6/6/2013 Marino_Dino_extra_set GC effects
o
S
«© _|
100 § ©
106 g
2 o 102 100
99 E S 108
107 5 9
101 §
<
5 -
o © 107
= 101
&
2
= N
106 -
e 106
104 104
103 o 1%
105 g
T T T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) | | cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

8/22/2013 mad12

119
121
111
112
113
120
116
115
1118
I I I I I
60 80 100 120 140
Median Reads per Gene
8/22/2013 rho(operons)
117118
113
120
115
112
121
11316
119
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

8/22/2013 rho12

18
120
115 111
112
116 113 191
119
I I I I
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
8/22/2013 GC effects
118
117
11t
115120
16
112
1137
119
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

10/23/2013 Phaeo_Dino_combined_set mad12

129
© _|
o
<
o
127
135 124
134 - 13
N
S
=
S
I I I
20 50 100

Median Reads per Gene

10/23/2013 Phaeo_Dino_combined_set rho(operons)

o
2
[o0)
g 132
© _]
© 137
130
126
1384

< ]
o
~ | 127 125
© 136
o &
S 129

T T T T T T

0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

10/23/2013 Phaeo_Dino_combined_set rho12

13037

126134

136

125
12427

135

129

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

10/23/2013 Phaeo_Dino_combined_set GC effects

] 132
1%
] 126
138

] 125

124 135

129

- 127

I I I I I I

0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

2/27/2014 Dino_ML3_set3 mad12

180

159
154 177 157162
74,5 156
182 185,138
T T T
100 150 200

Median Reads per Gene

2/27/2014 Dino_ML3_set3 rho(operons)

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

2/27/2014 Dino_ML3_set3 rho12

159 180
I I I I
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
2/27/2014 Dino_ML3_set3 GC effects
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

2/27/2014 Dino_ML3_set4 mad12

207
225
192196 197 215
g 104 210 S 3
| | | |
100 150 200 250
Median Reads per Gene
2/27/2014 Dino_ML3_set4 rho(operons)
| | | | | |
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

2/27/2014 Dino_ML3_set4 rhol12

0.0

0.2 0.4

0.6

Median abs. diff.(1st half, 2nd half)

2/27/2014 Dino_ML3_set4 GC effects

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

5/14/2014 Dino_ML3_set4 mad12

231

235 22232 236 229

180 190 200 210 220 230 240
Median Reads per Gene
5/14/2014 Dino_ML3_set4 rho(operons)
%%%34
932
g 231
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

5/14/2014 Dino_ML3_set4 rhol12

229

0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

5/14/2014 Dino_ML3_set4 GC effects

2
233
2280

T T T T T
0.0 0.2 0.4 0.6 0.8

| cor(gene GC, fitness) |

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

5/14/2014 Dino_ML3_set5 mad12

262 263 261
T T T T T T T
120 140 160 180 200 220 240
Median Reads per Gene
5/14/2014 Dino_ML3_set5 rho(operons)
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

5/14/2014 Dino_ML3_set5 rho12

277

269

268

3854

276

0.0

0.2 0.4

0.6

Median abs. diff.(1st half, 2nd half)

5/14/2014 Dino_ML3_set5 GC effects

0.0

0.2

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

5/14/2014 Dino_ML3_set6 mad12

3346 285 288%

Sagem0 513 20f 322

T T T

100 150 200
Median Reads per Gene
5/14/2014 Dino_ML3_set6 rho(operons)
T T T T T T

0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

5/14/2014 Dino_ML3_set6 rhol12

0.6

Median abs. diff.(1st half, 2nd half)

5/14/2014 Dino_ML3_set6 GC effects

2985

0.0

0.2

T T
0.4 0.6

| cor(gene GC, fitness) |

0.8

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1/15/2015 Dino_ML3_set6 mad12

327

332

329
3209831 25 iuggy

60

T T T T T T
80 100 120 140 160 180

Median Reads per Gene

1/15/2015 Dino_ML3_set6 rho(operons)

304,
3’_%7 331

SUIFY

329

303

T
0.0

T T T T T
0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1/15/2015 Dino_ML3_set6 rhol2

329
B
3 327
T T T T
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
1/15/2015 Dino_ML3_set6 GC effects
329
331

0.0

T T T T
0.2 0.4 0.6 0.8

| cor(gene GC, fitness) |

1.0




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1/26/2015 Dino_ML3_set7 mad12

341 344 343

342

i 3335 339

338438

T T T T T
100 150 200 250 300

Median Reads per Gene

1/26/2015 Dino_ML3_set7 rho(operons)

T
400

0w
[4%)
al

T T T T
0.2 0.4 0.6 0.8

| rho(adj. genes on diff. strands) |

1.0

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

1/26/2015 Dino_ML3_set7 rhol2

335
336
33840
34 848
T T T T
0.0 0.2 0.4 0.6
Median abs. diff.(1st half, 2nd half)
1/26/2015 Dino_ML3_set7 GC effects
235
%
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




