Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

pseudo5_N2C3_1 madi12

75

80 103
231
16610
62 2327179
129 186
230
233

0.1

T T T T T T
0.5 1.0 5.0 50.0

Median Reads per Gene

pseudo5_N2C3_1 rho(operons)

T T T T T
0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

pseudo5_N2C3_1 rhol2

Median abs. diff.(1st half, 2nd half)

pseudo5_N2C3_1 GC effects

T T T T T
0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |




Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

4/28/2014 pseudo5 N2-C3_1 ML2_setl madl2

40

0.6
]

0.4

0.2

T T T T T T
5 10 20 50 100 200

Median Reads per Gene

4/28/2014 pseudo5_N2-C3_1_ML2_setl rho(operons)

Q
—

0.6

0.4

0.2

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/28/2014 pseudo5 _N2-C3_1 ML2_setl rhol2

32 40

i
[4)]

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

4/28/2014 pseudo5 _N2-C3_1 ML2_setl GC effects

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

4/28/2014 pseudo5 N2-C3_1 ML2_set2 madl2

© _|
o
N
1=}
50
N 53 52 55
S 56 54 51
Q
S
[ [ [ [ [
130 140 150 160 170

Median Reads per Gene

4/28/2014 pseudo5_N2-C3_1_ML2_set2 rho(operons)

o

o

o _|

o

o

Q

<

o

N

N
52

o

S 4 56
T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

4/28/2014 pseudo5 _N2-C3_1 ML2_set? rhol2

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

4/28/2014 pseudo5 _N2-C3_1 ML2_set? GC effects

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

6/12/2014 pseudo5 _N2-C3_1 ML2_set? madl2

80

62

0.4

75

90
72

L

T T T T T T T
0.1 0.5 1.0 5.0 50.0

Median Reads per Gene

6/12/2014 pseudo5 _N2-C3_1 ML2_set2 rho(operons)

Q
—

0.8
]

0.6

0.4

0.2

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

6/12/2014 pseudo5 N2-C3_1 ML2_set? rhol2

T 62 80

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

6/12/2014 pseudo5 N2-C3_1 ML2_set? GC effects

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

10/6/2014 pseudo5_N2-C3_ 1 ML2_set4 madl2

103
129
126

i}% 110 128

99

97404

% 108
I I I I I I I
1 2 5 10 20 50 100 200

Median Reads per Gene

10/6/2014 pseudo5_N2-C3_1_ML2_set4 rho(operons)

Q
—

0.8

0.6

0.4

T T
0.4 0.6

T
0.8

| rho(adj. genes on diff. strands) |

1.0

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

10/6/2014 pseudo5_N2-C3_1 ML2_set4 rhol2

108
i
W%%b 99 128
1 o e 129
103
T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

10/6/2014 pseudo5_N2-C3_1 ML2_set4 GC effects

T T
0.2 0.4

T
0.6

0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

10/8/2014 pseudo5_N2-C3_ 1 _ML2_set4 madl2

© —_
o
v —_
o
135
N
© 139 1383!54941
o
2
T T T T T T
165 170 175 180 185 190

Median Reads per Gene

10/8/2014 pseudo5_N2-C3_1_ML2_set4 rho(operons)

Q
—

0.8
]

0.6

0.4

135
Bl
41

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

0.2

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

10/8/2014 pseudo5_N2-C3_1 ML2_set4 rhol2

135

149
138
1433

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

10/8/2014 pseudo5_N2-C3_1 ML2_set4 GC effects

iE
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

10/8/2014 pseudo5_N2-C3_ 1 _ML2_set5 madl2

© ]
o
< ]
o
159
161 157

3 - o
o ¢ 58
Q
2

T T T

50 100 150

Median Reads per Gene

10/8/2014 pseudo5_N2-C3_1_ML2_set5 rho(operons)

o
© _|
o
o
<
o
S |
o 9
i
163
S ]
o
[ [ [ [ [ [
0.0 0.2 04 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4

0.2

0.0

10/8/2014 pseudo5_N2-C3_1 ML2_set5 rhol2

0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

10/8/2014 pseudo5_N2-C3_1 ML2_set5 GC effects

149

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

12/17/2014 pseudo5_N2-C3_1 ML2_set5 madl2

166
© | 179
o
186
< |
o
184

N
= 10186% i 75
o _
o

I I I

50 100 150

Median Reads per Gene

12/17/2014 pseudo5_N2-C3_1_ML2_set5 rho(operons)

Q
—

0.8
]

0.6

0.4

0.2

186

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) |

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

12/17/2014 pseudo5_N2-C3_1_ ML2_set5 rhol2

1.0

0.6

0.4

17
196 6

0.2

186

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

12/17/2014 pseudo5_N2-C3_1_ML2_set5 GC effects

1.0

0.8
]

0.6

0.4

0.2

'
— E %!,_;

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

0.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

0.6

0.4

0.2

0.0

12/17/2014 pseudo5_N2-C3_1_ML2_set6 rho(operons)

Q
—

0.8

0.6

0.4

0.2

0.0

12/17/2014 pseudo5_N2-C3_1 ML2_set6 madl2

203

20%

209

198

20599805

100

T T
120 140

T
160

T
180

Median Reads per Gene

200 220

195

0.0

T T
0.2 0.4

T
0.6

T
0.8

| rho(adj. genes on diff. strands) |

1.0

rho(1st half, 2nd half)

rho(adj. genes on diff. strands)

12/17/2014 pseudo5_N2-C3_1 ML2_set6 rhol2

1.0

0.8
]

0.6

0.4

197

— % 203 2?@%7

0.2

T T T T
0.0 0.2 0.4 0.6

Median abs. diff.(1st half, 2nd half)

12/17/2014 pseudo5_N2-C3_ 1 _ML2_set6 GC effects

Q
—

0.6

0.4

0.2

0.0
]

T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

| cor(gene GC, fitness) |



Median abs. diff.(1st half, 2nd half)

rho(operon pairs)

10/28/2014 pseudo5_N2-C3_1 ML2_set6 madl2 10/28/2014 pseudo5_N2-C3_1_ ML2_set6 rhol2

o _|
—
231
© | 232 w0 |
o o
230 <
©
233 < o
2 o 7
< N
o 7] o
S
<
o ¥
v g ° 238
~ 238535 227 = 2235 -
o 2329 3
234 ARRIBE 3 ~ 235
% 220 S %%%227 233 230
030 231
o o
o o
T T T T T T T
100 150 200 0.0 0.2 0.4 0.6
Median Reads per Gene Median abs. diff.(1st half, 2nd half)
10/28/2014 pseudo5_N2-C3_1_ML2_set6 rho(operons) 10/28/2014 pseudo5_N2-C3 1 _ML2_set6 GC effects
o _| o _|
— —
© _|] © _|]
o % ©
©
c
g
®
o : o
S E S
c
o
%]
S <
<
o 7] S o 7
._C_;.
&
o
N £ o
o o
229
e e _|74d
o o
T T T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0

| rho(adj. genes on diff. strands) | | cor(gene GC, fitness) |



